Paraquat (N,N'-dimethyl bipyridylium dichloride) is a commonly used herbicide which has been extensively employed to regenerate grasslands. Paraquat is absorbed onto soils, where it is tightly held in a biologically inactive form (1); however, microbiological agents on plants or in water supplies may still be exposed to the herbicide, and hence an effect on the microenvironment seems possible. Investigators in the past have shown that paraquat does not have a major effect on soil bacteria (7) ; however, information relative to the effects of this agent on bacteria of human origin is limited. Previous authors have described the bacteriostatic properties of paraquat on a limited number of such organisms, largely of the Escherichia coli species (2, 4, 5) . Because the herbicide is used so extensively, it may be of value to know its effects on human bacteria, since it is highly probable that these organisms will be exposed to paraquat in certain environments such as sewage. Fur (Table 1) . E. coli, Klebsiella pneumoniae, Proteus mirabilis, and S. aureus were also tested simultaneously in both aerobic and anaerobic conditions ( Table 2 ). The MICs for E. coli and K. pneumoniae strains were lower in the aerobic environment. These results are consistent with previous data (5) and support the concept that paraquat's toxicity is at least partially mediated by the product of cyclic oxidation-reduction involving cellular components, paraquat, and oxygen. The fact that the MICs of the Proteus and Staphylococcus strains did not vary under the aerobic and anaerobic conditions suggests either that for these organisms the toxicity of paraquat is mediated by other means or that whatever minimal amount of product of the cyclic oxidation reduction reaction mentioned above is generated in an environment of -300 mV (the redox potential achieved using GasPak) remains sufficient to induce toxic effects in the strain tested.
Concentrated preparations of paraquat di- (3, 6) are almost always well below the levels required to inhibit or kill human bacteria.
